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Exploration on the Construction of Genomics Courses
Shang Jinjie
(Jiangsu Key Laboratory for Microbes and Functional Genetics,School of Life Sciences,Nanjing Normal University , Nanjing 210023, China)

Abstract: Genomics is an interdisciplinary field with strong theoretical and practical significance that has gradually
formed under the influence of the Human Genome Project. Genomics is a highly specialized and cutting-edge field.
Combined with personal experience in teaching genomics, this article discusses the setting of genomics course content and
teaching methods, including telling stories about the genomics world, tracking the frontiers of the discipline, and the
educative idea and target of genomics course thinking. It provides ideas to improve the quality of genomics teaching and
strengthen genomics course construction.
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Table 1 The key points of frontiers of genomics course and ideological and political elements
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Table 2 The relationship between course objectives and course assessment
FRHT
RESL 15%  WRERESER35%  LHHRE 50%

FF5 AR bR

iR A A BRSNS, F7 IR B4 A 37 25 JEE e T IR

b e 9 R A S R 2 5 ARG — RO (0L 20% 20% 10%
Sl T A 4 2 R 26 2 0 T Bl R 4 2 1 A 0 . .
2R Rk 33% 40% 3%
; S AT LR I A AN SR 450, 0% S50
Bl ST AT R 5 B SR
Bt 100% 100% 100%

FEVHRZ NSRRI, /43 1999 459 A 1 H R EIESIMA TiZ R, &1 T 1% P55 (3 54
TR LA =T L) , SO SRAS A E PR AR F A2 5 H RS 51— 1) & g h
5. TEPHZ M 1 B4 27 L B A 40 2014 4E 6 H 10 H v [E 4T k8 30 920 19 b A28 8 A B2 3R
(CNHPP) , iz 150K 2 25 rp N 45 5 K , ph s b R 1 oAy th SRR A S A 2 A 40k 2. TR e 3 4
SR A b RGO S B KA VET 2016 4F 12 A 24 HAE Natwre 2435 &K T —I
(R ZLBI T ) 9 & B, 4 K 22 BUR G B HE S e 22 S P _LORIR T IC B MEsh B 8, TCEHESh
P B BRI X R 3 nT REE AR R S5 OB HESh A AR DI, T B HE S A RV 2R
1A . XIS TR 2R, FEN G902 LR 20 2 AR LR F A P28, 1128 T 2022 4F %
FHIAHSERIIE. 2022 4 6 A 8 H , Nature TELE R T HH LA RIEBEGI AR M I A5 i = SCHT A 56
2SR R PIITTIEE BR 0 A TR R ARAS T B n A S A, 15 e 4% 0] T e it & Foh « E A%
I WSCFH L UL SR« B2 5L B ALK T BE A 56 B AL oA RV E ) SE B 40 3 R drofe , e 31 T 253
PERVERT . i R rpal i 5 A iz 2 5 E R R A B Ac 20 B R I AR Bl A ST R R
TSk T ORI e DUME BRI E R, SR 2 FEISER 7 B AR IS S Bh s 27 ) R T4, 3R E A B
BV IR N EC , ZERH AT B 1 A — AR g 2 v | v A RO A R B2 % v [ A8 b SR S B
2 R AR T

KR 22 A — AR 2% B B 2 Uk, LR A TR B I St S ml b b, FEAE B3R, 2
A AT 2 nk B HI R VAR, 22 2E 1) S L RE S M AN 22 SR I R R | R FE 00 R A4 A AR R R
177, FEN A2 T B F R A B2 ) LR B, DASEETE A S 2E ST RO SRR 2R —
AN T 2 2E R AR, B )2 B R S FE B A SRR, R, 3 DR 4 2 AN R AR T —
#Hep oy 3 T R oAk e X 03k 3 s, 20 AR SR TAE G A i R E e A
2 5 A T4k, mAAE AL RE L A EMERE T, RE A S A . [, Z oo b Her il D& £
TR G PRI AR | 58 T 2 i 22 REVE FE R M. (5 22 Je Ak e 4 2o h 200 B0 2075 2360 R4S PR fi
P T R R T B O AL B 5 2 s (R RIORS O A IR AR BT M A

CHLH AR AR EECR IVHZIR Y Z R 2 BRI IR e PPT (R, 5 s N A 2 5
BOAR A5 A T AR, 2 AR PR R h S IR W A — 2 — 2B A I W T e iR TR O T
TV N A Al S AR 19 ELAT 2R 2, 35 B2y A O U0 M i 5 DR 2 A i R T sh S 4 iR |
FH T IRk 118 35 DR 2 2 A O SR 4K S5 1) v o o P61 e, 1 B DO 4% A A0 ) s, 1) P 2k PR 20 2 45 A DG 43



P UM R A2 2R (TR R ) 5524 5 1 (2024 4)

S G AR ST RS B 2 2E A R R 2 2 R, A AE D2 N BE R A NS0 25 AR T T Ted
HPE, BRRAZ Riccardo Sabatini A9 VE U0 r] i 5256 R 2H O 2 28 A28 78 PRI 36 T 5200 45 R I8 UF L R 1)
RERTIRER T FEA 2R LR i 9 5 100, 3678045 I /R 15 32 Jennifer Doudna P DNA ZwfRH AR . JE PRI ZH (4
JPRHOC NS00 B A 156 — AR 38 AR S AR P B | 2 A R 2 oA U ik W 7 A3, At A 42 fd ok 0
Jp Sy, FU i SO R P R AR TR T T B | R DRI OG- = AR 3 AR DG D B ) v 0 A
AL 2 B D, T X — NS 3R T o 2 DR

*3 ERHAFREZFAAMEER

Table 3 Comparison of teaching modes of genomics course
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Table 4 Processes valuation scheme for genomics course
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