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Influenza Virus Immunnue Model Based on 3D Technology

Zou Shengrong, Cai Feng,Zhu Yujiao,Du Zijun
(College of Information Technology, Yangzhou University, Yangzhou 225000, China)

Abstract: With the development of human society, studies of their own health have become more and more indepth,
artificial immune system has become a hot field of bio-informatics. Traditional animal experiments tend to be perfect,but
also appear to be difficulty on the technology. In this way,immune computer model in two dimensions appear,but it does
not fully meet the requirements of appropriate human environment. Therefore, we use the Java 3D computer model and
simulation to build human immune model which is similar to the real environment in vivo. Experimental method of
computer models can be used for intelligent study of immune system. In this paper, the Java 3D technology is used,
through the interactions between cells,the simulation model of immune responses to influenza virus, combined with the
parameters of immune cells, some regularity results of clinical simulation experiment are obtained.
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